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CORRIGENDUM
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The authors wish it to be known that, due to an error during manuscript preparation, a number of authors involved in the
experimental work were omitted from the list of authors of the above paper. The correct list of authors and afﬁliations are:
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The microarray experiments were performed at the Hamon Center for Therapeutic Oncology Research, the University of Texas
Southwestern Medical Center at Dallas. Y.L. Yap and D.C.L. Lam contributed equally to this work. Correspondence should
be addressed to M.P. Wong. Tel: +852 2855 4861; Fax: +852 2872 5197; Email: mwpik@hkucc.hku.hk. The authors wish to
apologise to the omitted co-authors and the readers of NAR for this error.
The authors would also like to apologise for the omission of acknowledgements to the support towards microarray experiments.
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